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RNA KCNQ1OT1 promotes

osteosarcoma progression by increasing b-catenin
activity

Changsheng Zhang, †*a Shengyang Du†b and Lei Caob

Objective: Long non-coding RNA KCNQ1OT1 has been associated with the development of different types

of cancers. The present research investigated the role of KCNQ1OT1 in osteosarcoma.Methods: Expression

level of KCNQ1OT1 in osteosarcoma and paired non-cancerous tissue specimens from 56 osteosarcoma

patients and its association with patients' clinicopathological features was investigated. KCNQ1OT1

overexpression and knockdown in primary-cultured osteosarcoma cells was constructed by lentiviral

transduction. Influence of KCNQ1OT1 overexpression or knockdown on osteosarcoma cell growth,

apoptosis, migration, invasion, epithelial-to-mesenchymal transition and beta-catenin activation was

investigated. Results: Expression of KCNQ1OT1 in osteosarcoma tissue specimens was significantly

increased in comparison to that in adjacent counterparts. High expression of KCNQ1OT1 significantly

associated with osteosarcoma progression and patients' decreased survival. Overexpression of

KCNQ1OT1 significantly increased osteosarcoma cell growth, proliferation, migration, invasion,

epithelial-to-mesenchymal transition and beta-catenin activation while reducing cell apoptosis in vitro,

and KCNQ1OT1 knockdown showed opposite effects. Inhibition of beta-catenin/TCF activity by ICG-001

treatment significantly attenuated the promoting effect of KCNQ1OT1 overexpression on osteosarcoma

cell malignancy described above. Conclusion: KCNQ1OT1 might be a potential prognostic factor in

osteosarcoma. High expression of KCNQ1OT1 might promote osteosarcoma development by increasing

the activation of WNT/beta-catenin signaling pathway.
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Introduction

Osteosarcoma is currently the most frequent primary bone
tumor.1,2 Long non-coding RNAs (lncRNAs) have been found to
regulate cell proliferation and metastasis of osteosarcoma cells
through different mechanisms.3,4 LncRNAs are non-coding
transcripts that regulate gene expression or protein function
by interacting with DNA, RNA or proteins.5 Particularly,
lncRNAs might function as competitive endogenous RNA than
bind to and “sponge” microRNAs, preventing these small RNAs
from binding to their target mRNAs that induces mRNA
degradation or represses protein translation.6 LncRNA
KCNQ1OT1 (previously named LIT1) is an antisense lncRNA
encoded in human chromosome 11p15 that have been impli-
cated in Beckwith–Wiedemann syndrome, a congenital over-
growth disorder characterized by imprinting disruption in
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chromosome 11p15 and increased risk of childhood cancer.7

Knockdown of KCNQ1OT1 has been reported to decrease the
malignancy of glioma,8 hepatocellular carcinoma9 and tongue
cancer cells10 while reducing chemoresistance of other cancer
types,10–12 suggesting the cancer-promoting role of this lncRNA.
Notably, Li et al. have reported that KCNQ1OT1 could increase
beta-catenin protein level in hepatocellular carcinoma cells,
presumably by reducing beta-catenin degradation via miR-504
sponging,9 while Sunamura et al. have demonstrated that
beta-catenin can bind to KCNQ1OT1 promotor and activate its
transcription in colon cancer cells, thus contributing to colo-
rectal cancer development.13

The role of KCNQ1OT1 in osteosarcoma hasn't been
addressed before, but previous studies have conrmed that
Beckwith–Wiedemann syndrome increases the risk of rhabdo-
myosarcoma in association with abnormal increase in
KCNQ1OT1 expression due to loss-of-imprinting.14,15 A previous
research by Gao et al. demonstrated that overexpressing
KCNQ1OT1 in osteoblast cells might increase beta-catenin
expression and its activity, presumably by binding to beta-cat-
enin.16 Beta-catenin is a transcription co-activator, complexing
with TCF/LEF family transcription factors to activate the tran-
scription of target genes such as MYC, JUN, WISP1 and CCND1
that are involved in cell proliferation, survival and mobility.17,18
RSC Adv., 2018, 8, 37581–37589 | 37581
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Table 1 Clinical significance of KCNQ1OT1 expression level in
osteosarcoma

Categories n

KCNQ1OT1
expression

p valueLow High

Age (year)
#30 35 18 17 0.7825
>30 21 10 11

Gender
Male 29 13 16 0.4224
Female 27 15 12

Tumor location
Tibia/femur 39 18 21 0.3833
Other 17 10 7
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Activation of WNT/beta-catenin signaling pathway has been
demonstrated to promote osteosarcoma cell proliferation,
metastasis and chemoresistance, and inhibition of this
osteosarcoma-promoting pathway might synergize with current
therapeutic approaches and improve patients' outcome.19–21

In the present research we investigated whether KCNQ1OT1
was involved in osteosarcoma development. Our data demon-
strated that KCNQ1OT1 expression was signicantly increased
in osteosarcoma tissue specimens comparing to non-cancerous
counterparts. High expression of KCNQ1OT1 signicantly
correlated with osteosarcoma progression. Overexpression of
KCNQ1OT1 signicantly increased malignancy of primary
osteosarcoma cells in vitro, while KCNQ1OT1 knockdown
showed opposite effect. We further demonstrated that
KCNQ1OT1 increased beta-catenin activity, which was involved
in the osteosarcoma-promoting role of KCNQ1OT1.
Tumor stage
I and II 29 19 10 0.0161b

III and IV 27 9 18

Tumor size
T1 23 15 8 0.0445c

T2 23 10 13
T3 10 3 7

LNa metastasis
No 43 25 18 0.0267b

Yes 13 3 10

Distal metastasis
No 39 23 16 0.0419b

Yes 17 5 12

a LN, lymph node. b p < 0.05 by Chi-square test. c p < 0.05 by Chi-square
test for trend.

ACT
Experimental
Patients and tissue specimens

Osteosarcoma tissue and paired non-cancerous tissue speci-
mens were obtained by biopsy via ne needle aspiration from 56
osteosarcoma patients before treatment in Henan Luoyang
Orthopedic Hospital during 2005–2016. Tumor tissue speci-
mens were stored in liquid nitrogen for further analysis.
Patients' basic information and clinicopathological features
related to this research were presented in Table 1. All experi-
ments were performed in accordance with the Guidelines of
“Experimental Animals Ethics Committee for Animal Research
of Henan Luoyang Orthopedic Hospital (Henan Provincial
Orthopedic Hospital)”, and Experiments were approved by the
ethics committee at “Henan Luoyang Orthopedic Hospital
(Henan Provincial Orthopedic Hospital)”. Informed consents
were obtained from human participants of this study.
Establishment of osteosarcoma primary cell culture

A 27 year-old male Chinese osteosarcoma patient received
biopsy for diagnosis purpose before chemotherapy and surgery.
The biopsy sample was washed with warm PBS and minced
under sterile condition, followed by digestion with 150 U mL�1

(in DMEM complete culture medium, described later) of Type I
collagenase for 3 hours under 37 �C. Single cells suspension was
obtained by passing the biopsy sample aer digestion through
a 70 mm cell strainer (Sangon Biotech, Shanghai, China) and
centrifugation. The cell pellet was resuspended in DMEM high
glucose medium (Zhong Qiao Xin Zhou Biotechnology,
Shanghai, China) supplemented with 10% FBS (Invitrogen) and
1% penicillin/streptomycin stock solution (Sciencell), and the
cells were cultured in a 35 mm Petri dish in a humidied
atmosphere at 37 �C with 5% CO2 until conuent without
changing the medium. Cells were then sub-cultured at a 1 : 5
split ratio, and osteosarcoma cell colonies were picked out with
a cell scraper (Costar). The osteosarcoma cells were maintained
in vitro as described above, and their tumorigenicity was
conrmed by tumor formation assay using 6 week-old male
BALB/c nude mice (Vital river, Beijing, China).

RETR
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Lentiviral transduction and ICG-001 treatment

KCNQ1OT1 overexpression or knockdown on osteosarcoma cells
was achieved by lentiviral transduction. Customized viral particles
for KCNQ1OT1 overexpression or knockdown by shRNA expres-
sion were purchased from Cyagen (Suzhou, China) and were used
following manufacturer's instructions. Briey, 2 � 105 cells were
incubated with 10 mL of lentiviral particle suspension (at a titer of
about 1� 108 TU ml�1) with the presence of 5 mg mL�1 polybrene
(EMD Millipore) for 72 hours. Cells transduced with empty vector
(WT) was used as control for lentiviral transduction. Cells with
positive transduction were selected with puromycin (Sigma). To
inhibit the transcriptional activity of beta-catenin/TCF complex,
cells were treated in vitro with 100 mM of ICG-001 (Selleck,
Shanghai, China) for 24 hours before further analysis. ICG-001 was
dissolved in DMSO (Sigma-Aldrich) as a 100 mM stock before use.
RT-qPCR and western blot

For RT-qPCR, total RNA in cell culture or tissue specimens were
extracted using Trizol reagent (Invitrogen). RT-qPCR detecting
KCNQ1OT1 abundance in total RNA samples was performed
using cDNA synthesis kit and SYBR green qPCR master mix
(QP009 and QP005, respectively, Genecopoeia, Guangzhou,
This journal is © The Royal Society of Chemistry 2018
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Fig. 1 Clinical significance of KCNQ1OT1 expression level in osteo-
sarcoma. (A) RT-qPCR results showing a significant increase in
KCNQ1OT1 in osteosarcoma tissue specimens (OS) comparing to
adjacent counterparts. (B) Survival curve analysis result showing
a significant correlation between KCNQ1OT1 high expression and
osteosarcoma patients' decreased overall survival. **** p < 0.05.
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China) following manufacturer's instructions. GAPDH mRNA
was used as internal reference for comparing KCNQ1OT1
expression level using 2�DDCt method. Primer sequences used for
RT-qPCR were as follows: KCNQ1OT1 FW: TTGGTAG-
GATTTTGTTGAGG; KCNQ1OT1 RV: CAACCTTCCCCTACTACC;
GAPDH FW: TTTGGTCGTATTGGGCGCCTGGTCA; GAPDH RV:
TTGTGCTCTTGCTGGGGCTGGTGGT. Western blot was per-
formed using reducing SDS-PAGE gel to minimized background
noise. Primary antibodies for western blot detecting protein level
of GAPDH (NB100-56875), PCNA (NB500-106), MCM-2
(H00004171-M01), and cleaved PARP (NBP2-67454) were
purchased from Novus Biologicals. Primary antibodies corre-
sponding to protein of cleaved Caspase-3 (ab32042) N-cadherin
(ab18203), E-cadherin (ab1416), GSK3B (ab131356), beta-
catenin (ab16051) and beta-catenin Serine37 phosphorylation
(ab75777) were purchased from Abcam. Secondary antibodies
(ab6789, ab97057 and ab6721) were purchased from Abcam.
Primary antibodies were used at a working concentration of 1 mg
ml�1, and secondary antibodies were used at a dilution factor of
1 : 10 000. Western blot was detected with Pierce ECL substrate
and X-ray lms (32209 and 34090, respectively, Thermo Fisher
Scientic). Analysis on relative protein expression level was per-
formed using ImageJ soware, and GAPDH protein was used as
internal reference.

RETR
This journal is © The Royal Society of Chemistry 2018
Cell functional assays in vitro

Cell growth was assayed by evaluating cell viability at different
timepoint. About 4000 cells per well of each group were seeded
on 96-well-plate, and cell viability at 24, 48 and 72 hours post
seeding was monitored using CCK-8 kit (C0040, Beyotime,
Shanghai, China) following manufacturer's instructions.
Apoptosis in cell culture was evaluated by FITC-Annexin V/PI
double staining followed by ow cytometry. Cells were har-
vested by trypsin digestion and labeled with Annexin A5
Apoptosis Detection Kit (640932, Biolegend) following manufac-
turer's instructions. Cells with positive FITC-Annexin V labeling
were considered apoptotic cells. Cell invasion or migration was
assayed in vitro using cell culture inserts (8 mm pore size in 6-
well-plate format, Thermo Fisher Scientic) with or without
collagen precoat. About 2 � 105 cells suspended in FBS-deprived
culture medium were added into the cell culture insert, which
was loaded on 6-well-plate in complete culturemedium. The cells
were incubated under cell culture conditions for 24 hours, and
cells migrated to the bottom of the insert were stained with
crystal violet (Beyotime) and counted under microscope.

Wnt reporter activity assay

Wnt reporter activity assay was performed using TCF Reporter
Plasmid Kit (17-285, Sigma-Aldrich). 5000 osteosarcoma cells
were seeded into each well on a 24-well-plate and pre-cultured for
24 hours. Osteosarcoma cells in each well were then transfected
with 250 ng of TOPash reporter plasmids and 50 ng of FOPash
reporter plasmids using 1.5 mL of Lipofectamin 3000 (Thermo
Fisher Scientic). 48 hours aer transfection, osteosarcoma cells
were serum deprived for 24 hours to stimulate the activation of
WNT/beta-catenin signaling, aer which the cells were lysed, and
rey/Renilla luciferase activity was evaluated using the dual-
luciferase reporter assay system (E1910, Promega) with a micro-
plate reader following manufacturer's instructions. Activity of
Renilla luciferase expressed by FOPash plasmid was used as
internal reference for that of rey luciferase expressed by TOP-
ash in response to beta-catenin/TCF activity.

Statistical analysis

Statistical analysis was performed using IBM SPSS (Ver.19)
soware. Data group in each graph represents 6 independent
replicates and was presented as fold change in mean� SD form
when applicable, unless otherwise indicated. Data in Table 1
were analyzed by Chi-square test or Chi-square test for trend;
data in each graph were analyzed by Students' t test or Tuckey's
test. A p < 0.05 was considered signicance.

Results and discussion
High KCNQ1OT1 expression associated with osteosarcoma
development

The present research aimed to investigated the role of
KCNQ1OT1 in osteosarcoma development. To do this, we rst
analyzed KCNQ1OT1 expression level in paired osteosarcoma
and non-cancerous tissue specimens obtained from 56 patients.
As shown in Fig. 1A, KCNQ1OT1 expression level in osteosarcoma
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Fig. 2 KCNQ1OT1 promoted osteosarcoma cell proliferation and survival in vitro. (A) RT-qPCR results showing KCNQ1OT1 expression level in
primary osteosarcoma cells after KCNQ1OT1 overexpression or knockdown. (B) Cell viability assay showing the overall cell growth of osteo-
sarcoma cells with different KCNQ1OT1 expression level. (C) and (D) Western blot results showing the protein level of cell proliferation marker
protein PCNA and MCM-2 in osteosarcoma cells with different KCNQ1OT1 expression level. (E) Flow cytometry results showing apoptosis of
osteosarcoma cells with different KCNQ1OT1 expression level. (F) and (G) Western blot results showing caspase-3 activation and PARP protein
cleavage in osteosarcoma cells with different KCNQ1OT1 expression level. (H) is a representative of flow cytometry results in panel (E), and (I) is
a representative of western blot results. NC, no transduction; WT, transduction with empty vector; OE, transduction with KCNQ1OT1 over-
expressing vector; KD, transduction with shRNA targeting KCNQ1OT1. * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.

37584 | RSC Adv., 2018, 8, 37581–37589 This journal is © The Royal Society of Chemistry 2018

RSC Advances Paper

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 0

8 
N

ov
em

be
r 

20
18

. D
ow

nl
oa

de
d 

on
 7

/1
4/

20
25

 1
1:

57
:0

0 
A

M
. 

 T
hi

s 
ar

tic
le

 is
 li

ce
ns

ed
 u

nd
er

 a
 C

re
at

iv
e 

C
om

m
on

s 
A

ttr
ib

ut
io

n-
N

on
C

om
m

er
ci

al
 3

.0
 U

np
or

te
d 

L
ic

en
ce

.
View Article Online

RETR
ACTE

D

http://creativecommons.org/licenses/by-nc/3.0/
http://creativecommons.org/licenses/by-nc/3.0/
https://doi.org/10.1039/c8ra07209d


Fig. 3 KCNQ1OT1 promoted osteosarcoma cell migration, invasion and epithelial-to-mesenchymal transition in vitro. (A and B) In vitro
migration and invasion of osteosarcoma cells with different KCNQ1OT1 expression level. (C) is a representative of cell migration and invasion
assay results in panel (A) and (B). Bar indicates 100 mm. (D and E) Western blot results showing N-cadherin and E-cadherin protein level in
osteosarcoma cells with different KCNQ1OT1 expression level. (F) is a representative western blot results in panel (D) and (E). NC, no trans-
duction; WT, transduction with empty vector; OE, transduction with KCNQ1OT1 overexpressing vector; KD, transduction with shRNA targeting
KCNQ1OT1. ** p < 0.01; *** p < 0.001; **** p < 0.0001.
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tissue specimens was signicantly higher than that in non-
cancerous ones. We stratied the patients to KCNQ1OT1 high
expression and low expression groups according to the
KCNQ1OT1 median expression level, and investigated the asso-
ciation between KCNQ1OT1 expression level and osteosarcoma
patients' clinicopathological features. As demonstrated in Table 1
and Fig. 1B, high expression of KCNQ1OT1 signicantly associ-
ated with increased tumor stage, tumor size, lymph node and
distal metastasis as well as decreased overall survival. These data
suggested that increase in KCNQ1OT1 expression might partici-
pate in osteosarcoma development.

ET

R

KCNQ1OT1 promote osteosarcoma cell growth, migration,
invasion and epithelial-to-mesenchymal transition while
reducing cell apoptosis in vitro

To investigate the role of KCNQ1OT1 in osteosarcoma cells, we
constructed KCNQ1OT1 overexpression or knockdown in
This journal is © The Royal Society of Chemistry 2018
primary osteosarcoma cells (Fig. 2A). Results of cell viability
assay and western blot evaluating the protein level of cell
proliferation marker PCNA and MCN-2 suggested that
KCNQ1OT1 overexpression signicantly increased primary
osteosarcoma cell growth and proliferation in vitro, while
KCNQ1OT1 knockdown showed the opposite effects (Fig. 2B–
D). Osteosarcoma cell apoptosis in vitro was signicantly
decreased by KCNQ1OT1 overexpression and increased by its
knockdown, as suggested by the results of ow cytometry assay
and western blot evaluating caspase-3 activation and PARP
cleavage as indicators of cell apoptosis (Fig. 2E–I). Transwell
migration and invasion assay further indicated that KCNQ1OT1
overexpression signicantly enhanced osteosarcoma cell
migration and invasion in vitro, which was signicantly
impaired by KCNQ1OT1 knockdown (Fig. 3A–C). Epithelial-to-
mesenchymal transition is a critical process involved in osteo-
sarcoma cell survival, proliferation and metastasis.22 Western
RSC Adv., 2018, 8, 37581–37589 | 37585
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Fig. 4 KCNQ1OT1 increased beta-catenin activity in osteosarcoma cells in vitro. (A) TOPflash/FOPflash assay evaluating beta-catenin tran-
scriptional activity in osteosarcoma cells with different KCNQ1OT1 expression level. (B and D) Western blot results showing beta-catenin protein
level, beta-catenin Serine37 phosphorylation (pSer37) level and normalized beta-catenin pSer37 level in osteosarcoma cells. (E) is a represen-
tative of western blot results in panel (B) and (C). NC, no transduction; WT, transduction with empty vector; OE, transduction with KCNQ1OT1
overexpressing vector; KD, transduction with shRNA targeting KCNQ1OT1. * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.
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blot evaluating the protein level of mesenchymal marker
protein N-cadherin and epithelial marker protein E-cadherin
revealed that KCNQ1OT1 overexpression signicantly
increased mesenchymal phenotype and decreased epithelial
phenotype in osteosarcoma cells in vitro, while KCNQ1OT1
knockdown showed opposite effects (Fig. 3D–F), suggesting that
KCNQ1OT1 could promote epithelial-to-mesenchymal transi-
tion in osteosarcoma cells.

TR
KCNQ1OT1 increased beta-catenin activity in osteosarcoma
cells in vitro

Beta-catenin activated by the canonical WNT/beta-catenin
signaling pathway has been demonstrated to promote osteo-
sarcoma development by interacting with TCF/LEF complex in
the nucleus, activating the transcription of other tumor
promoting genes such as MYC and CCND1.20 Using a TOPash/
FOPash system monitoring beta-catenin activity, we found
that KCNQ1OT1 overexpression signicantly increased beta-
catenin activity in osteosarcoma cells in vitro, which was
signicantly reduced by KCNQ1OT1 knockdown (Fig. 4A). No
signicant impact by KCNQ1OT1 overexpression or knockdown

RE
37586 | RSC Adv., 2018, 8, 37581–37589
on beta-catenin protein level in osteosarcoma was found
(Fig. 4B); we also performed RT-qPCR evaluating CTNNB1
mRNA expression but found no signicant change aer
KCNQ1OT1 overexpression or knockdown (data not shown).
However, KCNQ1OT1 overexpression signicantly reduced
beta-catenin Ser37 phosphorylation, a marker of beta-catenin
inactivation and ubiquitin-mediated degradation, which is
signicantly increased by KCNQ1OT1 knockdown (Fig. 4C and
D). GSK3B is the serine/threonine kinase responsible for beta-
catenin Ser37 phosphorylation, and we found that GSK3B
protein level in osteosarcoma cells was not altered by
KCNQ1OT1 overexpression or knockdown (Fig. 4E). These data
seemed to suggest that KCNQ1OT1 could increase beta-catenin
activity not by regulating its expression but by reducing its
inactivation.
KCNQ1OT1 increased the malignancy of osteosarcoma cells
through beta-catenin

ICG-001 is a small molecule that binds to CREB-binding protein
(CBP) and block the interaction between beta-catenin and CBP,
thus reducing the transcriptional activity of beta-catenin.23,24 To
This journal is © The Royal Society of Chemistry 2018
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Fig. 5 KCNQ1OT1 increased osteosarcoma cells malignancy through beta-catenin. Wild type (WT), KCNQ1OT1 overexpressing (OE) or
KCNQ1OT1 knockdown (KD) osteosarcoma cells were treatedwith or without 100 mMof ICG-001 for 24 hours before assay. (A to D) Cell viability,
apoptosis, migration, invasion and (E to G) epithelial-to-mesenchymal transition were assayed as described in Fig. 2 and 3. (+) treatment with
IGC-001; (�) treatment with isometric vehicle (DMSO). * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.
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D

investigate whether beta-catenin activity was involved in
KCNQ1OT1 promoting osteosarcoma development, we used
ICG-001 treatment to inhibit the transcriptional activity of beta-
catenin. As shown in Fig. 5, treatment with ICG-001 signicantly
reduced cell proliferation, survival, migration, invasion and

R

This journal is © The Royal Society of Chemistry 2018
epithelial-to-mesenchymal transition of osteosarcoma cells
with different KCNQ1OT1 gene manipulation. Notably, osteo-
sarcoma cells with KCNQ1OT1 showed increased sensitivity to
ICG-001 treatment comparing to wild type one, while those with
KCNQ1OT1 knockdown were less prone to ICG-001 treatment
RSC Adv., 2018, 8, 37581–37589 | 37587
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induced beta-catenin inhibition. These data indicated that
KCNQ1OT1 might promote osteosarcoma development in part
through beta-catenin.

Discussions

WNT/beta-catenin signaling pathway participates in osteosar-
coma cell proliferation, metastasis, stemness gain and chemo-
resistance, and inhibition of this pathway might inhibit
osteosarcoma progression.25–28 Previous research demonstrated
that KCNQ1OT1 increases beta-catenin protein level and its
transcriptional activity in osteoblast cells.16 We investigated in
the present research whether KCNQ1OT1 was involved in
osteosarcoma development. Our data for the rst time
demonstrated a signicant increase in KCNQ1OT1 expression
level in osteosarcoma and its association with osteosarcoma
progression. Cell functional assays results demonstrated that
KCNQ1OT1 promoted osteosarcoma cell malignancy in vitro,
possibly by increasing the transcriptional activity of beta-
catenin.

Beta-catenin activity in osteosarcoma cells has been found
regulated by other lncRNAs. For incidence, Li et al. demon-
strated that lncRNA HOTTIP promoted osteosarcoma cell
proliferation and cisplatin resistance in vitro possibly by regu-
lating beta-catenin protein level,29 while Zhao et al.'s report
showed similar effect of lncRNA HNF1A-AS1 on osteosarcoma
cell proliferation and metastasis.30 Although the present
research have implicated KCNQ1OT1 with osteosarcoma
development, presumably by increasing beta-catenin signaling,
the mechanism of action of KCNQ1OT1 in osteosarcoma cells
remains largely unknown. KCNQ1OT1 has been found to
promote cancer progression mostly via miRNA sponging. Gong
et al. previously reported that KCNQ1OT1 might promote
glioma development by sponging miR-370,8 the overexpression
of which has been found to reduce beta-catenin protein level
and transcriptional activity in osteosarcoma cells.31

LncRNAs interacting with beta-catenin has been demon-
strated to prevent beta-catenin degradation,32,33 and research by
Gao et al. have shown the KCNQ1OT1-beta-catenin associa-
tion.16 In the present research we didn't observe any signicant
inuence on beta-catenin protein level in osteosarcoma by
KCNQ1OT1 overexpression or knockdown; however,
KCNQ1OT1 overexpression signicantly increased beta-cat-
enin's transcriptional activity and reduced beta-catenin Ser37
phosphorylation level, which is one of the initiative steps
leading to beta-catenin degradation, while KCNQ1OT1 knock-
down showed opposite effects. Intuitively, association of beta-
catenin with APC and GSK-3beta proteins who plays central
part in the beta-catenin destruction complexs should reduce
beta-catenin's nuclear entry and its transcriptional activity.
Considering that Sunamura et al.'s research showed that beta-
catenin could trans-activate KCNQ1OT1 expression,13 we antic-
ipated from our experimental results and previously published
data cited above that KCNQ1OT1 might function as a positive
feedback mechanism that augments WNT/beta-catenin
signaling in osteosarcoma cells by reducing beta-catenin
degradation, possibly by binding to it. We presume that

RETR
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binding of KCNQ1OT1 to beta-catenin might changes the
conformation of the latter or blocks the binding site on the
latter to APC and/or GSK-3beta, resulting the decrease in beta-
catenin protein degradation. This possible mechanism should
be better veried in osteosarcoma and other tumors.

Regulation of KCNQ1OT1 expression in osteosarcoma or
other cancer cells remains uncharacterized. We previously
utilized cBioportal website to explore the expression of
KCNQ1OT1 in TCGA So Tissue Sarcoma dataset (http://
www.cbioportal.org/study?id¼sarc_tcga#summary),34,35 and we
found that KCNQ1OT1 expression level inversely correlated to
its gene methylation level (data not shown). KCNQ1OT1
expression in cancer cells might be regulated by epigenetic
mechanism that deserves further investigation.

D

Conclusion

Overall, our data demonstrated that KCNQ1OT1 expression was
signicantly increased in osteosarcoma tissue comparing to
non-cancerous counterparts. High expression of KCNQ1OT1
signicantly associated with osteosarcoma progression and
patients' decreased survival. Overexpressing KCNQ1OT1
signicantly increased osteosarcoma cell proliferation, meta-
static potential and epithelial-to-mesenchymal transition in
vitro while increasing beta-catenin transcriptional activity.
Based on our data and previous ndings we suggest that
KCNQ1OT1 might be a prognostic factor in osteosarcoma, and
targeting this lncRNA might improve osteosarcoma treatment
outcome and patients'prognosis.
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