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MicroRNAs (miRNAs) have recently attracted increasing attention for their involvement in atherosclerosis
(AS). The purpose of this study was to further explore the function and underlying mechanism of miR-
135a in AS progression. The expression levels of miR-135a and lipoprotein lipase (LPL) mRNA were
detected by qRT-PCR, and LPL protein expression was measured by western blotting. The levels of
blood lipids and inflammatory cytokines, and LPL activity were assessed using corresponding Assay Kits,
and an HPLC assay was used to determine the levels of free cholesterol (FC), total cholesterol (TC) and
cholesterol ester (CE). A Dil-oxLDL binding assay was performed to evaluate the ability of cholesterol
uptake. The direct interaction between miR-135a and LPL was confirmed by a dual-luciferase reporter
assay and RNA immunoprecipitation assay. Our data indicated that miR-135a was downregulated in
serum samples of AS patients and mice. Upregulation of miR-135a alleviated lipid metabolic disorders
and inflammation in AS mice. Moreover, miR-135a negatively regulated lipid accumulation and
inflammation in ox-LDL-treated THP-1 macrophages. Mechanistically, miR-135a directly targeted LPL
and repressed LPL expression. LPL mediated the regulatory effect of miR-135a on lipid accumulation and
inflammation in ox-LDL-treated THP-1 macrophages. In conclusion, our study indicated that miR-135a
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hydrolysis of plasma triglyceride (TG)-rich lipoproteins, giving rise
to the formation of small and dense lipoproteins chylomicron

1. Introduction

Open Access Article. Published on 09 September 2019. Downloaded on 7/23/2025 6:35:45 PM.

(cc)

Atherosclerosis (AS) is by far the most frequent underlying cause of
cardiovascular disease and one of the leading causes of morbidity
and death worldwide. AS is a multifocal, progressive inflammatory
disease characterized by the accumulation of lipids and infiltration
of inflammatory cells in the artery wall.'® The accumulation of
oxidatively modified lipids in the arterial intima contributes to the
initiation of AS, and extracellular lipids derived from dead foam
macrophages accumulate to form a lipid core in the advanced
lesion.>* Macrophage recruitment and activation that response to
lipid accumulation is a hallmark of AS development, and
macrophage-derived foam cell is a major contributor of AS
progression.>® Therefore, in the present study, we aimed to explore
the regulatory mechanisms involved in lipid accumulation and
inflammation of AS.

Lipoprotein lipase (LPL), a central enzyme in overall lipid
metabolism, plays a key role in lipid homeostasis and energy
balance. The physiological function of LPL is to catalyze the
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remnants, low-density lipoproteins (LDLs) and intermediate-density
lipoproteins (IDLs).”® LPL produced by macrophages has been
manifested to be upregulated in the atherosclerotic lesions.> It is
widely accepted that macrophage-derived LPL in the arterial wall is
pro-atherogenic during AS progression, possibly by promoting the
formation of foam cells."* Recent studies have also demonstrated
that macrophage-derived LPL contributes to AS progression via
increasing lipid accumulation and proinflammatory cytokine
secretion.””™*

MicroRNAs (miRNAs) are a class of endogenous, noncoding
small RNAs of ~21-23 nucleotides in length, and negatively
modulate gene expression at the posttranscriptional level by
binding to 3'-untranslated region (3'-UTR) of target mRNAs, leading
to translational repression and target mRNA degradation. To silence
target mRNAs, they need to form a so-called RNA-induced silencing
complex (RISC), which is composed of a miRNA and argonaute
(Ago) protein.”>** MiRNAs have recently attracted increasing atten-
tion for their involvement in a number of human diseases,
including AS."”'®* Abnormal expression of miR-135a was found in
human atherosclerotic plaques and increased miR-135a level sup-
pressed oxidized low-density lipoprotein (ox-LDL)-induced foam cell
formation, TG level and inflammation in RAW264.7 cells."*?®
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Herein, we further explored the function and underlying mecha-
nism of miR-135a in AS progression.

In this study, our data verified that miR-135a was down-
regulated in AS patients and AS mice, and miR-135a upregula-
tion ameliorated lipid metabolic disorders and inflammation of
AS mice. Moreover, our study suggested that miR-135a allevi-
ated lipid accumulation and inflammation at least partly
though targeting LPL in THP-1 macrophages.

2. Materials and methods

2.1. Serum samples collection

A total of 24 AS patients diagnosed by the Division of Cardiology
at Huaihe Hospital of Henan University (Kaifeng, China) and 10
healthy volunteers were enrolled in the study. Peripheral blood
samples (5 ml) were collected from all participators before
treatment and serum samples were obtained by centrifugation
at 1500g for 10 min. Fresh serum samples were immediately
frozen in liquid nitrogen and stored at —80 °C until use.
Informed consent was signed by all participators, and the study
was approved by the Ethics Committee of Huaihe Hospital of
Henan University in accordance with the Declaration of Hel-
sinki Principles.

2.2. Animals

Female C57BL/6] ApoE '~ mice (6-8 weeks, 20-25 g) were
purchased from Biocytogen (Biocytogen Co., Ltd., Beijing, China)
and maintained in laminar flow cabinets under specific pathogen-
free conditions. All mice were randomly divided into the following
four groups: (1) control group (n = 6), mice fed on a normal diet; (2)
AS model group (n = 6), mice fed on a high fat diet (HFD, 21% pork
lard and 1.5% cholesterol); (3) LV-miR-NC group ( = 6); and (4) LV-
miR-135a group (n = 6). When the HFD started, the mice were
injected with miR-135a-overexpression lentivirus vector (LV-miR-
135a, Fulengen, Guangzhou, China) or negative control vector
(LV-miR-NC, Fulengen) via the tail vein once every 4 weeks. 16 weeks
later, all mice were euthanized, and blood samples and aortas
tissues were collected for further experiments. For en face analysis,
the whole aorta was excised from the aortic arch and stained with
oilred O as described previously.”® All animal experiments were
performed in strict accordance with the recommendations in the
Guide for the Care and Use of Laboratory Animals of the National
Institutes of Health. The animal study was approved by the Animal
Care and Use Committee of Huaihe Hospital of Henan University.

2.3. RNA extraction, reverse transcription and quantitative
real-time PCR (qRT-PCR)

Total RNA was extracted from serum samples and cells using
RNeasy Mini Kit (Qiagen, Hilden, Germany) following the protocols
of manufacturers. The quality and quantity of RNA extracts were
measured using an Agilent 2100 Bioanalyzer (Agilent Technologies,
Santa Clara, CA, USA). For miR-135a detection, cDNA was synthe-
sized from 0.5 ng of RNA extracts using miScript Reverse Tran-
scription Kit (Qiagen), and subjected to qRT-PCR on an iCycler iQ
Multicolor Real-Time Detection System (Bio-Rad Laboratories,
Hercules, CA, USA) using miScript SYBR Green PCR Kit (Qiagen)
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with specific primer for miR-135a (Qiagen). U6 snRNA expression
was used as an internal control. For LPL. mRNA measurement, the
High Capacity ¢cDNA Archive Kit (Applied Biosystems, Foster City,
CA, USA) and SYBR Green PCR Master Mix (Applied Biosystems)
were used with GAPDH as the housekeeping gene control. Gene
expression fold changes were calculated by using the 2724%
method.

2.4. Determination of blood lipids and inflammatory
cytokines levels

Blood lipids profile including high-density lipoprotein-cholesterol
(HDL-C), low-density lipoprotein-cholesterol (LDL-C) and TG were
determined using HDL-C Assay Kit (Huili Biotechnology, Chang-
chun, China), LDL-C Assay Kit (Huili Biotechnology) and TG Assay
Kit (Huili Biotechnology), respectively, following the manufacturers’
guidance.

The levels of pro-inflammatory cytokines including tumor
necrosis factor o (TNF-a), interleukin-1f (IL-1B) and IL-6 were
measured using corresponding commercial Mouse or Human
ELISA Assay Kits (R&D Systems, Minneapolis, MN, USA) in accor-
dance with the instructions of manufacturers.

2.5. Cell culture and treatment

Human THP-1 cell line purchased from ATCC (Manassas, VA,
USA) was maintained in RPMI-1640 medium (Gibco, BRL Life
Sciences Technologies, Breda, The Netherlands) supplemented
with 10% fetal calf serum (FCS, Wisent, St-Bruno, QC, Canada),
1% r-glutamine (Gibco), 1% sodium pyruvate (Gibco) and 1% (v/
v) antibiotics (penicillin/streptomycin, Gibco) in a humidified
5% CO,, controlled incubator at 37 °C.

For macrophage differentiation, THP-1 cell line was induced
using 160 nM of phorbol-12-myristate acetate (PMA, Sigma-Aldrich,
St. Louis, MO, USA) for 24 h. For foam cell formation, THP-1
macrophages were incubated with 40 pg ml™" of ox-LDL for 24 h.

2.6. Cell transfection

For miR-135a overexpression, THP-1 macrophages were transfected
with 50 nM of human matured miR-135a mimic (Ambion, Austin,
TX, USA) or a scrambled sequence as negative control (miR-NC
mimic, Ambion). MiR-135a silencing were carried on using 50 nM
of miR-135a inhibitor (anti-miR-135a, Ambion), and a scrambled
sequence (anti-miR-NC, Ambion) was used as negative control. For
LPL investigation, THP-1 macrophages were transfected with 50 ng
of LPL overexpression vector (pcDNA-LPL, Ambion), 50 nM of pre-
designed siRNA targeting LPL (si-LPL, Ambion) or respective nega-
tive control (pcDNA-NC or si-NC, Ambion). All transfections were
performed using the Lipofectamine RNAimax transfection reagent
(Invitrogen, Grand Island, NY, USA) following the instructions of
manufacturers. Oligonucleotide sequences (5'-3') were as follows:
miR-135a mimic: GUGCCGAGGAUUAGGGAUAUACU; miR-NC
mimic: UUCUCCGAACGUGUCACGUTT; anti-miR-135a: UCA-
CAUAGGAAUAAAAAGCCAUA; anti-miR-NC: CAGUACUUUUGU-
GUAGUACAA; si-LPL: CCACGAACGUUCCGUUCAU and si-NC:
GGAGUUGCCGUCGUAAGAU.

This journal is © The Royal Society of Chemistry 2019
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2.7. High-performance liquid chromatography (HPLC) assay

The levels of free cholesterol (FC), total cholesterol (TC) and
cholesterol ester (CE) were measured using HPLC analysis as
described previously.”® To be brief, THP-1 macrophages were
transfected with miR-NC mimic, miR-135a mimic, anti-miR-NC or
anti-miR-135a prior to ox-LDL treatment. Treated cells were har-
vested, washed three times with ice-cold PBS, and then resuspended
in 0.5% (w/v) NaCl solution. Cells were sonicated with a Sonic
Dismembrator (Thermo Fisher Scientific, Waltham, MA, USA) for
5 min and protein extracts were obtained by centrifugation at
10 000g for 10 min. The concentrations of protein extracts were
determined by a BCA Protein Assay Kit (Thermo Fisher Scientific)
following the instructions of manufacturers. A total of 0.5 ml of cell
lysates (containing 20-50 ug protein) was used for the detection of
FC, TC and CE. The sterol analyses were performed using an Agilent
1200 HPLC system (Agilent Technologies, Waldbronn, Germany)
with a photodiode array detector. The column was eluted with iso-
propanol : n-heptane : acetonitrile (35 : 13 : 52) at a flow rate of 1
ml min~" for 8 min, followed by the determination of the absor-
bance at 216 nm. TotalChrom software (PerkinElmer Inc., Shelton,
CT, USA) was used to analyze the data and each test was repeated
three times.

2.8. Dil-oxLDL uptake analysis

Cholesterol uptake analysis was performed using the Dil-oxXLDL
uptake assay as described previously.*” Briefly, THP-1 macro-
phages were transfected with the indicated oligonucleotide or
plasmid for 24 h. Then, transfected cells were placed in glass
chamber slides at 100 cells per mm?” and incubated with 40 pg
ml ™" of Dil-oxLDL (Yiyuan Biotech, Guangzhou, China) at 4 °C
for 0.5 h. Some cells were fixed with 3% paraformaldehyde and
2% sucrose at room temperature for 10 min, and then fluores-
cent photomicrographs were taken with an Olympus BX43
microscope (Olympus, Tokyo, Japan) with an excitation filter for
rhodamine. Other cells were lysed and Dil-oxLDL uptake ability
was determined with 540 nm excitation laser line and 590 nm
emission filters of fluorometry.

2.9. LPL activity assay

The activity of LPL secreted by macrophages in the culture media
was detected using a commercial LPL Activity Assay Kit (Roar
Biomedical Inc., New York, NY, USA) following the protocols of
manufacturers. In brief, transfected THP-1 macrophages were
incubated with 10 U ml™" of heparin for 1 h. Then, cells were
harvested and lysed, and the supernatant was collected for the
determination of LPL activity. Enzyme activity is presented as rela-
tive activity normalized to protein concentration.

2.10. Dual-luciferase reporter assay

Luciferase constructs were made by Fulengen via ligating oligonu-
cleotides of LPL 3'-UTR containing the wild-type or mutant target
site for miR-135a into the pMIR-REPORT vector (LPL-WT and LPL-
MUT). THP-1 macrophages were cotransfected with 50 ng of LPL-
WT or LPL-MUT and 50 nM of miR-135a mimic or miR-NC
mimic using Lipofectamine RNAimax transfection reagent. After
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48 h transfection, luciferase assays were carried out using the Dual
Luciferase Reporter Assay System (Dual-Light System, Applied Bio-
systems) according to the guidance of manufacturers.

2.11. RNA immunoprecipitation (RIP) assay

THP-1 macrophages were transfected with 50 nM of miR-NC
mimic or miR-135a mimic, and then cells were lysed using
ice-cold RIPA buffer (50 mM Tris-HCl, pH = 7.4, 150 mM NacCl,
0.1% SDS, 1% Triton X-100, 0.5% sodium deoxycholate). Cell
lysates were incubated with anti-Ago2 (Cell Signaling Tech-
nology, Danvers, MA, USA) or IgG (Cell Signaling Technology)
antibody at 4 °C for 4 h before adding protein A/G agarose for
2 h. Beads were washed three times with the same buffer and
total RNA was extracted for the determination of LPL mRNA
enrichment by qRT-PCR.

2.12. Western blot

Cell extracts were prepared using ice-cold RIPA buffer supple-
mented with complete protease inhibitor cocktail (Roche
Diagnostics, Mannheim, Germany), and total protein was
quantified by the BCA Protein Assay Kit following the instruc-
tions of manufacturers. Protein was separated by a 10% SDS-
polyacrylamide gel electrophoresis and then transferred to
PVDF membranes (Millipore, Billerica, MA, USA). The
membranes were probed with anti-LPL (1:5000, Abcam, Cam-
bridge, UK) or anti-B-actin (1:2000, Abcam) antibody. Horse-
radish peroxidase-labeled IgG (1:5000, Abcam) antibody was
used as a secondary antibody. Protein bands were determined
by ECL reagent (Amersham Bioscience, Munich, Germany) and
the intensity of the bands was analyzed by Image] software
(National Institutes of Health, Bethesda, MD, USA).

2.13. Statistical analysis

All data were expressed as mean + standard deviation (SD) of at
least three independent experiments. Statistical differences
were compared by a Student's ¢-test or one-way ANOVA using
GraphPad Prism 5.0 software (GraphPad, San Diego, CA, USA).
Correlations between miR-135a expression and HDL-C, LDL-C,
TC or TG level were analyzed using Spearman test. Statistical
significance was defined as *P < 0.05, **P < 0.01 or ***P < 0.001.

3. Results

3.1. Downregulation of miR-135a in serum of AS patients
and ApoE ~’~ mice fed a HFD

For a preliminary investigation for the involvement of miR-135a
in AS, we firstly determined the expression of miR-135a in
serum of AS patients by qRT-PCR. In contrast to normal
controls, AS patients had lower serum expression of miR-135a
(Fig. 1A). Then, we examined the expression of miR-135a in
serum samples of ApoE '~ mice fed a HFD. Likewise, miR-135a
levels were lower in mice fed a HFD than those in normal
controls (Fig. 1B). Moreover, our data revealed that AS patients
had lower HDL-C expression and higher levels of LDL-C, TC and
TG (ESI Fig. 1A-D7). Additionally, miR-135a expression was
positively correlated with HDL-C level and inversely correlated

RSC Aadv., 2019, 9, 28213-28221 | 28215
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mice fed a HFD. MiR-135a expression by qRT-PCR in serum samples of
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with the expression levels of LDL-C, TC and TG (ESI Fig. 1E-Ht).
These data suggested that miR-135a might be involved in AS
progression.

3.2. Upregulation of miR-135a alleviated lipid metabolic
disorders and inflammation in AS mice

Given our data that miR-135a level was reduced in mice fed
a HFD (Fig. 2A), we then assessed several blood parameters

>

(HDL-C, LDL-C, TG, IL-1B, IL-6 and TNF-a) in mice fed a HFD. In
comparison to normal controls, mice fed a HFD had blood
lower HDL-C level (Fig. 2B) and higher levels of LDL-C, TG, IL-
1B, IL-6 and TNF-a (Fig. 2C-G). The atherosclerotic lesions of
the whole aorta in en face were increased in mice fed a HFD
compared with negative controls (ESI Fig. 2f), supporting
a successful construct for AS mice model.

To further observe the role of miR-135a in AS progression,
ApoE "~ mice were injected with LV-miR-NC or LV-miR-135a via
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Fig.2 The functional role of miR-135a in lipid metabolic disorders and inflammation of AS mice. ApoE’/* mice were fed a HFD or normal diet for
16 weeks, or injected with LV-miR-NC or LV-miR-135a via the tail vein every 4 weeks when the HFD started. At the end, all mice were euthanized

and blood samples were harvested. (A) MiR-135a expression by gRT-PCR
using corresponding commercial Assay Kits in blood samples. (E-G) The

in serum samples of AS mice. (B—D) The levels of HDL-C, LDL-Cand TG
levels of IL-1B, IL-6 and TNF-a using corresponding Mouse ELISA Assay

Kits. Each experiment was performed with 3 biological replicates x 3 technical replicates. *P < 0.05, **P < 0.01 or ***P < 0.001.
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Fig. 3 Effects of miR-135a on lipid accumulation and inflammation in ox-LDL-treated THP-1 macrophages. THP-1 macrophages were trans-
fected with miR-NC mimic, miR-135a mimic, anti-miR-NC or anti-miR-135a, and then treated with or without 40 g ml™ of ox-LDL for 24 h. (A)
The expression of miR-135a by qRT-PCR in treated cells. (B-D) The levels of FC, TC and CE by HPLC in treated cells. (E) Representative images
(intact cells) and the ability of lipid uptake by Dil-oxLDL uptake assay in transfected cells. (F) The activity of LPL secreted by transfected cells using
the LPL Assay Kit. (G-1) The levels of IL-1B, IL-6 and TNF-a using corresponding Human ELISA Assay Kits in treated cells. Each experiment was
performed with 3 biological replicates x 3 technical replicates. *P < 0.05, **P < 0.01 or ***P < 0.001.

the tail vein every 4 weeks when the HFD started. In contrast to
negative control, infection of LV-miR-135a triggered about a 2-
fold increase of miR-135a expression in serum of AS mice
(Fig. 2A). Moreover, miR-135a upregulation resulted in
increased HDL-C level (Fig. 2B) and decreased LDL-C and TG
levels (Fig. 2C and D), indicating the ameliorative effect of miR-
135a upregulation on lipid metabolic disorders of AS mice.
Additionally, miR-135a upregulation led to the significant
reduction of IL-1B, IL-6 and TNF-a levels (Fig. 2E-G), illumi-
nating its anti-inflammatory property in AS mice. These results
together established that miR-135a upregulation ameliorated
lipid metabolic disorders and inflammation in AS mice.

This journal is © The Royal Society of Chemistry 2019

3.3. MiR-135a negatively regulated lipid accumulation and
inflammation in ox-LDL-treated THP-1 macrophages

Next, we examined the effect of miR-135a on lipid accumulation
in vitro by transfection of miR-135a mimic or anti-miR-135a
prior to ox-LDL treatment. In contrast to their counterparts,
transient introduction of miR-135a mimic induced about a 4-
fold increase of miR-135a expression, and anti-miR-135a
transfection triggered a 70% decrease of miR-135a level in ox-
LDL-treated THP-1 macrophages (Fig. 3A). As demonstrated by
HPLC, the levels of FC, TC and CE were significantly repressed
by miR-135a upregulation, while they were highly enhanced
when miR-135a knockdown (Fig. 3B-D). Subsequently, we
determined whether miR-135a influenced the lipid uptake by

RSC Adv., 2019, 9, 28213-28221 | 28217
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Fig. 4 LPL was a direct target of miR-135a. (A) Schematic of the putative

miR-135a binding site in the 3’-UTR of LPL mRNA and the mutation of

miR-135a binding sequence. (B) LPL 3'-UTR luciferase reporter vector (LPL-WT) or its mutation in seeded region (LPL-MUT) were transfected into
THP-1 macrophages together with miR-NC mimic or miR-135a mimic, followed by the measurement of luciferase activity. (C) The enrichment of
LPL mRNA by gRT-PCR in THP-1 macrophages transfected with miR-NC mimic or miR-135a mimic using anti-Ago2 or IgG antibody. (D and E)
LPL expression by western blot in THP-1 macrophages transfected with miR-NC mimic, miR-135a mimic, anti-miR-NC or anti-miR-135a. Each
experiment was performed with 3 biological replicates x 3 technical replicates. ***P < 0.001.

Dil-oxLDL uptake assay. In comparison to their counterparts,
miR-135a upregulation significantly repressed the Dil-oxXLDL
entering into the macrophages, while miR-135a knockdown
promoted the ability to uptake the Dil-oxLDL (Fig. 3E), indi-
cating the impact of miR-135a in lipid uptake. Additionally, LPL
activity was weakened by miR-135a upregulation, but elevated
following miR-135a knockdown (Fig. 3F). All these data sug-
gested that miR-135a negatively regulated lipid accumulation in
ox-LDL-treated THP-1 macrophages.

Then, we assessed the effect of miR-135a on inflammation in
ox-LDL-treated THP-1 macrophages. As expected, miR-135a
upregulation resulted in decreased levels of IL-1f, IL-6 and
TNF-o, while miR-135a knockdown exerted opposite effects
(Fig. 3G-1), suggesting the negative regulation of miR-135a on
inflammation.

3.4. LPL was a direct target of miR-135a

To further explore the underlying mechanism by miR-135a
regulated lipid accumulation and inflammation in THP-1
macrophages, we carried out a detailed analysis for its molec-
ular targets. Using microT-CDS software, the predicted data
revealed a putative miR-135a binding site in the 3’-UTR of LPL
mRNA (Fig. 4A). When we performed a dual-luciferase reporter
assay in THP-1 macrophages, cotransfection of LPL 3’-UTR
luciferase reporter and miR-135a mimic into cells produced
lower luciferase activity than in cells cotransfected with
a scrambled control sequence (Fig. 4B). Whereas, mutation of
miR-135a binding sequence significantly abrogated the effect of
miR-135a on luciferase activity under the same conditions
(Fig. 4B). Moreover, RIP assays showed that the enrichment of

28218 | RSC Adv,, 2019, 9, 28213-28221

LPL mRNA were highly abundant in the RISC of THP-1 macro-
phages when them were transfected with miR-135a mimic
(Fig. 4C), indicating the endogenous interaction between miR-
135a and LPL. After that, we observed whether miR-135a
modulated LPL expression in THP-1 macrophages. As pre-
sented by western blot, LPL expression was significantly
decreased by miR-135a upregulation, while it was dramatically
increased following miR-135a knockdown compared with their
counterparts (Fig. 4D and E). These results together strongly
pointed that miR-135a directly targeted LPL and inhibited LPL
expression.

3.5. LPL mediated the regulatory effect of miR-135a on lipid
accumulation and inflammation in ox-LDL-treated THP-1
macrophages

To provide further mechanistic insight into the link between
miR-135a and LPL on lipid accumulation and inflammation of
AS in vitro, THP-1 macrophages were cotransfected with miR-
135a mimic and pcDNA-LPL or anti-miR-135a and si-LPL prior
to ox-LDL treatment. In comparison to their counterparts,
cotransfection of pcDNA-LPL significantly reversed the
decreased effect of miR-135a mimic on LPL expression, while
anti-miR-135a-mediated increased effect on LPL level was
markedly abolished by cotransfection of si-LPL in ox-LDL-
treated THP-1 macrophages (Fig. 5A). Subsequent experiments
revealed that LPL expression restoration significantly antago-
nized the changes of cell lipid uptake and LPL activity, which
were induced by miR-135a level alteration (Fig. 5B and C).
Besides, miR-135a-mediated anti-inflammation effect was
significantly abrogated by LPL expression restoration (Fig. 5D-

This journal is © The Royal Society of Chemistry 2019
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Fig. 5 The regulatory effect of miR-135a on lipid accumulation and inflammation was mediated by LPL. THP-1 macrophages were transfected
with miR-NC mimic, miR-135a mimic, miR-135a mimic + pcDNA-NC, miR-135a mimic + pcDNA-LPL, anti-miR-NC, anti-miR-135a, anti-miR-
135a + si-NC or anti-miR-135a + si-LPL and then treated with or without 40 pg ml™* of ox-LDL for 24 h. (A) Western blot for LPL expression in
treated cells. (B) The ability of lipid uptake in transfected cells using Dil-oxLDL uptake assay. (C) LPL activity in transfected cells using the LPL Assay
Kit. (D—F) The levels of IL-1B, IL-6 and TNF-a in treated cells using Human ELISA Assay Kits. Each experiment was performed with 3 biological
replicates x 3 technical replicates. *P < 0.05, **P < 0.01 or ***P < 0.001.

F). All these data suggested that LPL mediated the regulatory
effect of miR-135a on lipid accumulation and inflammation in
ox-LDL-treated THP-1 macrophages.

4. Discussion

AS is a chronic inflammatory disease characterized by the
accumulation of lipids and inflammatory response in the artery
wall, resulting in a series of cardiovascular diseases. Accumu-
lating evidence has recently showed that miRNAs are closely
associated with lipid metabolism, cholesterol lipoprotein
transport and chronic inflammatory processes involved in
AS.*7?® Our previous study had manifested that the knockdown
of long noncoding RNA GAS5 repressed lipid metabolic disor-
ders and inflammatory response of AS through acting as
a molecular sponge of miR-135a (awaiting publication). In this
study, we further explored how miR-135a influenced lipid
accumulation and inflammatory response of AS in vivo and in

This journal is © The Royal Society of Chemistry 2019

vitro. Our data demonstrated that miR-135a upregulation
ameliorated lipid accumulation and inflammation of AS
possibly through targeting LPL.

MiR-135a has been identified as a crucial regulator in the
progression of multiple human cancers.>*® A recent document
reported that dysregulation of miR-135a enhanced the devel-
opment of rat pulmonary arterial hypertension.?” Moreover, the
alteration of HDL-carried miR-135a after consumption of die-
tary trans fat was correlated with changes in blood lipid and
inflammation in healthy men.”® MiR-135a was also manifested
as a potential suppressor involved in vascular calcification
which was a common feature of atherosclerotic lesions.”
Besides, a previous report demonstrated that miR-135a upre-
gulation resulted in a repression of foam cell formation and cell
apoptosis, as well as a reduction of TG level and pro-
inflammatory cytokines secretion in ox-LDL-treated RAW264.7
cells, highlighting its role as an antiatherogenic agent.*®
Therefore, the present research started from the hypothesis that

RSC Adv., 2019, 9, 28213-28221 | 28219
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miR-135a might alleviate lipid accumulation and inflammatory
response of AS. To verify this, we firstly determined miR-135a
expression in serum samples of AS patients and mice model,
and our data demonstrated a significant downregulation of
miR-135a in AS. Moreover, our results indicated that miR-135a
upregulation alleviated lipid metabolic disorders and inflam-
mation in AS mice, suggesting the inhibitory effect of miR-135a
on malignant progression of AS in vivo. More importantly, we
firstly elucidated that miR-135a upregulation repressed lipid
accumulation and inflammatory cytokines secretion in ox-LDL-
treated THP-1 macrophages, while miR-135a knockdown exer-
ted opposite effect, supporting the antiatherogenic role of miR-
135a.

It is widely acknowledged that miRNAs exert biological
function through regulation of target genes expression. Hence,
online software microT-CDS was performed to predict the
molecular targets of miR-135a. More interestingly, the predicted
data revealed that LPL 3’-UTR harbored a putative target
sequence for miR-135a. Subsequently, we confirmed that miR-
135a directly targeted LPL by dual-luciferase reporter assay
and RIP assay. Additionally, western blot analysis indicated that
miR-135a inhibited LPL expression in THP-1 macrophages.
LPL, a major TG hydrolysis enzyme, is mainly secreted by
parenchymal cells of adipose tissues, cardiac and skeletal
muscle and macrophages.'* It was reported that macrophage-
derived LPL accelerated lipid accumulation, proinflammatory
cytokine secretion and foam cell formation, thereby contrib-
uting to AS progression.”>** In the present study, we firstly
demonstrated that LPL mediated the regulatory effect of miR-
135a on lipid accumulation and inflammation in ox-LDL-
treated THP-1 macrophages. Similar with our findings, He
et al. reported that miR-590 repressed lipid accumulation and
pro-inflammatory cytokine production through targeting LPL.**
Chen et al. manifested that miR-29a modulated the secretion of
pro-inflammatory cytokine and the expression of scavenger
receptor in ox-LDL-induced dendritic cells via targeting LPL.**
Moreover, Tian et al. demonstrated that miR-467b weakened
several inflammatory cytokine expression and lipid accumula-
tion by targeting LPL in ox-LDL-induced RAW macrophages.*
Additionally, Xie et al. described that miR-27 played an anti-
atherogenic role through regulating LPL expression.” Lan et al.
found that miR-134 could activate LPL-mediated lipid accu-
mulation, illuminating miR-134 as a potentially therapeutic
target for AS.>* These researches suggested a wide variety of
miRNAs were involved in LPL-mediated lipid accumulation and
inflammation in AS.

5. Conclusion

In conclusion, our study suggested that miR-135a upregulation
alleviated lipid metabolic disorders and inflammation in AS
mice. Furthermore, miR-135a upregulation ameliorated lipid
accumulation and inflammation at least partly by targeting LPL
in THP-1 macrophages. The clinical significance of miR-135a
and its potential value as an antiatherogenic agent should be
further explored.
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