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sequentially self-regulated to form multiple different stable conformations’ by Beidou Feng et al., Chem.

rsc.li/chemical-science Sci., 2019, 10, 10373-10380, DOI: 10.1039/C9SC04140K.

The authors regret that the descriptions of the DNA sequences in the original legend of Fig. 2 were inappropriate. The correct
descriptions in the legend of Fig. 2 are presented below, and the detailed DNA sequences were added in page S2 of the revised ESI
file associated with the original article (DOI: 10.1039/C9SC04140K) and are copied below.

Detailed DNA sequences (also included in the revised ESI):

DNA sequence: TTCTAGGCTCCTAGGACCCC TTCTAGGCTCCTAGGACCCC TTCTAGGCTCCTAGGACCCCG;

2 AP sites in DNA sequence: TTCTAGG(RDG)(RDG)CCTAGGACCCC TTCTAGGCTCCTAGGACCCC TTCTAGGCTCCTAGGACCCC;

4 AP sites in  DNA  sequence: TTCTAG(RDG)(RDG)(RDG)(RDG)CTAGGACCCC TTCTAGGCTCCTAGGACCCC
TTCTAGGCTCCTAGGACCCC;

6 AP sites in DNA sequence: TTCTA(RDG)(RDG)RDG)RDG)RDG)(RDG)TAGGACCCC TTCTAGGCTCCTAGGACCCC
TTCTAGGCTCCTAGGACCCC;

8 AP sites in DNA sequence: TTCT(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)AGGACCCC TTCTAGGCTCCTAGGACCCC
TTCTAGGCTCCTAGGACCCC;

10 AP sites in DNA sequence: TTC(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG) (RDG)GGACCCC TTCTAGGCTCC-
TAGGACCCC TTCTAGGCTCCTAGGACCCCG;

14 AP sites in DNA sequence: TTC(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG)(RDG) (RDG)(RDG)(RDG)(RDG)CCC
TTCTAGGCTCCTAGGACCCC TTCTAGGCTCCTAGGACCCC

In addition, the authors regret that the abbreviation and the naming of compounds were incorrect in the original article and
ESI. The correct name for the compound abbreviated HDM in Scheme S1 should be (R)-3,5-dimethoxy-4-oxopentanal. The correct
version of Scheme S1 is presented below.

(E)-2-(3-(4-(aminooxy)phenyl)allylidene)malononitrile (Fig. 3a, b and Scheme S1) was used as the simplest molecular fragment to
better explain the structural changes during the recognition process. Its correct abbreviation is BMN, which has been corrected in
Fig. 3a, b and Scheme S1. The caption of Fig. 3a has also been updated. In addition, the corresponding '"H NMR titration spectra
have been included in the revised ESI file associated with the original article (DOI: 10.1039/C9SC04140K).
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(a) Spectral data of d1-BMN (3.0 mM) for AP sites (2, 4, 6, 8, 10 and 14 AP sites/first 20 bp from 5 to 3’ of DNA (60 bp), according to the

given DNA sequence) in PBS buffer (pH = 7.4) at different reaction times (0, few seconds and 300 s). All DNA sequences with AP sites were
synthesized by Thermo Fisher Scientific; the DNA sequence information is listed in the Procedures section of the ESI.1 Excitation wavelength =
400 nm and 354 nm. (b) The reaction time of d1-BMN (3.0 mM) for AP sites (14 AP sites/first 20 bp from 5’ to 3’ of DNA (60 bp)) in PBS buffer (pH =
7.4). (c) d1-BMN emitting multicolor fluorescence, visible to the naked eye, for different contents of AP sites (6, 8, 10 and 14 AP sites/first 20 bp
from 5’ to 3’ of DNA (60 bp)) in PBS buffer (pH = 7.4) at different reaction times (0, few seconds and 300 s).2® The number of AP sites in the DNA
sequence was quantitatively detected using an AP-site counting kit (Dojindo, Japan, see ESI¥).

5414 | Chem. Sci, 2022, 13, 5413-5416

© 2022 The Author(s). Published by the Royal Society of Chemistry


http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d2sc90066a

Thisarticleislicensed under a Creative Commons Attribution 3.0 Unported Licence.

Open Access Article. Published on 29 April 2022. Downloaded on 7/19/2025 5:59:18 AM.

(cc)

Correction

View Article Online

Chemical Science

Recognition Reaction--Hydrolysis Reaction

Rate-limiting Step

NC CN
OH
NO-MBI-CHO
Recognition Group for AP-site Specific Segment Molecule for AP-site
o
NC [ 1
(¢]
)—CN HaNO /o\)l\'N
H2N0—© H2NO—© o<
HDM
Benzylidenemalononitrile O-phenylhydroxylamine 0,0'-(1,2-phenylene)bis(hydroxylamine) (R)-3,5-dil hoxy-4-oxop

Indole Group Imidazole Group

co

3H-indole

3-methyl-3H-indole

Molecular Structural Change of Recognition Process

b oy o o

3,3-dimethyl-3H-indole  1H-benzo[d]imidazole 1-methyl-1H-benzo[d]imidazole

' N
NC
,)—CN
HzNO@_/J \)H/\/ R MCN
HDM
BMN-NO
-0 o0
NC
\—g—\— / CN \—ls—\_ \—g—\-
o =NOo
\ \o
BMN-NO BMN-TS BMN-CHO
\ J
BMN-Fluors Derivatives
- N
NC, (o]
O /)—CN —CN O / CN H / CN
N
R i O
HoNO N H,NO H2NO
a1-BMN: 75% b-BMN: 82% c- BMN 84% d1-BMN: 69%
NG NC
CN CN CN
oo { O el SO
(O /@[ 2 ;
H,NO N H,NO N HZNO
a2-BMN: 78% e-BMN: 75% dZ-BMN. 72%
\ J

Scheme 1 Derivative molecules. The hydrolysis transformation of 2-(4-vinyloenzylidene)malononitrile derivatives.
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Fig. 3 (aand b) 'H NMR spectroscopy in DMSO-dg of different compounds during the recognition process. Black line: BMN; dark yellow line:
HDM; red line: BMN-NO. (b) NMR spectra monitoring the molecular structure changes during the recognition process in Fig. 1la and c. Red line:
BMN-NO, orange line: BMN-ts, blue line: BMN-CHO.

The Royal Society of Chemistry apologises for these errors and any consequent inconvenience to authors and readers.
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